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About IFOM Review

The idea of publishing an annual report for the institute has been
in the air for a very long time. However, we did not like producing
every year a cold document highlighting our own results with plain
scientific data.

Thus, we came to the conclusion that it would have been better
to receive a sincere and frank opinion on our work from external
colleagues and collect these commentaries in an editorial product.

Therefore, we consider the IFOM Review a chance for reflection on
the progress of knowledge, moving from IFOM activities and results.

A special thanks goes to the authors who generously spent their time
and energy to share their views on the progress and perspectives of
our research.

Marco Foiani Francesco Blasi

|



About IFOM Review

The authors:

Marco Foiani
Scientific Director

Prof. Foiani has a Ph.D. in Molecular Biology from the University of Milan (Italy).
Since 2002, Prof. Foiani, who is also Head of the Genome Integrity Laboratory at
IFOM since its establishment, is Full Professor in Molecular Biology at the University
of Milan.

His research interest focuses on the regulatory mechanisms that control genome
integrity. Particularly, his work has contributed to elucidate the cellular mechanisms
causing genome instability in cancer cells and chromosome abnormalities in certain
human syndromes leading to cancer predisposition. Prof. Foiani has more than 80
papers published in international scientific journals.

Since 2008 Prof. Marco Foiani is the Scientific Director of IFOM.

Prof. Foiani was honored with internationally recognized memberships and awards,
such as: the European Molecular Biology Organization membership; the Academia
Europaea membership; the New York Academy of Sciences membership; the Italian
Society of Genetics (AGI) membership; the Italian Society of Biophisics and Molecular
Biology (SIBBM) membership; the Award from the Italian Society for Biophysics and
Molecular Biology (SIBBM); the Biotec Award promoted by Amgen and Dompé; the
“Chiara D’Onofrio” Prize from the Italian Federation of Life Sciences.

He was the founder in 2009 of the European Nanomedicine Foundation (CEN) and
vice-president up to 2011.

He is also member of the Scientific Advisory Board of AIRC, the Italian Cancer Research
Association, member of the editorial board of Cell and editor and reviewer for top
impact factor scientific journals.

Francesco Blasi born in Naples, October 19, 1937.

MD from Naples University Medical School, then two post-Docs at the Max Planck
Institut fuer Biophysik (Frankfurt, Germany) and NIH (National Institute of Arthritis
and Metabolic Diseases) Bethesda, MD (U.S.A.).

In 1970 back in Italy at the CNR Research Center in the Naples University Medical
School, then in 1980 Full Professor at the Il Faculty of Medicine of the University of
Naples.

Subsequently, Professor at the University of Copenhagen, Denmark and finally in
Milano since 1992.

Is at IFOM since 2004, Director of research program Transcriptional Regulation in
Development and Cancer.

From 2007 to 2011 coordinates the Molecular Oncology PhD program of SEMM. In
2011 becomes Deputy Director for Science of IFOM.

Has previously been Director of the International Institute of Genetics and Biophysics
of CNR in Naples (1980-1983), of the Molecular and Cellular Biology Center in
Copenhagen (Denmark), (1988- 1992), and of the Department of Cellular Biology and
Functional Genomics (1998-2006) at DIBIT, Ospedale San Raffaele.

In 1979 is elected member of EMBO, the prestigious European Molecular Biology
Organization, and 1991-1993 of its Council. Since 1992 is a member of Academia
Europaea.

Has received national and international prizes and is Author of over 270 research
articles in prestigious international Journals, including Nature and Cell.

Has been a member of the Advisory Board of AIRC, Associazione Italiana per la Ricerca
sul Cancro, and of the Board of EMBO Journal.

Francesco Blasi
IFOM Deputy Director



Commentary on Forcato

et al. “Comparison of
computational methods

for Hi-C data analysis”, Nat
Methods. 2017 Jul;14(7):679-
685.

by Silvio Bicciato

By the early 1920s, the Dutch artist Piet Mondrian
started creating diamond-shaped paintings
by rotating square canvases 45 degrees. In the
diamond compositions, rectangular modules,
enclosed by grid lines, are gathered into larger
groups or clusters of modules that are delineated
by lines of varying width and weight. The density
of the clustering ranges from individual modules,
which give the feeling of a constricted space, to
groups of multiple modules, hinting to a more
open and empty area. A century after Composition
in Diamond Shape, Mondrian could have been
be the inspired author of the lozenge grid-
composition map that, in these days, scientists
use to quantify genome-wide interactions detected
from Hi-C data.

Hi-C is the latest of a set of experimental
techniques based on chromosome conformation
capture (3C1) that have been developed to
probe the spatial organization of genomes
and investigate how higher-order chromatin
structures affect genome functionality. In Hi-
C, the three-dimensional spatial proximity

Capturing 3D-DNA
structure from
compositions in
diamond shape

of potentially any pair of genomic loci is first
traduced into biochemical events and then
quantified as interaction frequencies using high-
throughput sequencing. Hi-C read-out consists
in hundreds of millions, or even billions, of read-
pairs generated as the result of the ligation of pairs
of DNA fragments that are close to each other in
the three-dimensional genome space. These read-
pairs are processed to generate the final result,
i.e. a diamond-shaped, squared interaction
map where each bin accounts for the number of
contacts observed between two genomic regions
as a proxy of their spatial adjacency.

When my former post-docs Mattia Forcato
and Francesco Ferrari first showed me an Hi-C
contact matrix I found myself eye-scanning the
picture collecting and measuring the weight
of each rectangle to extract some underlying
structures and relationships, as it was an abstract
painting. At that time, they were both working
in the lab of Peter Park at the Harvard Medical
School in Boston on computational methods to
efficiently analyze and interpret the enormous



amount of genomic information contained in Hi-C
interaction maps. The bioinformatics analysis of
this data requires complex software pipelines
that pre-process the sequence reads, generate
and normalize the interaction maps, extract the
patterns buried in the contact matrices, and finally
associate signal intensities to different chromatin
or chromosome structures. As in a Mondrian’s
painting, Hi-C contact maps manifest the presence
of hierarchical patterns with different densities,
reflecting chromatin or chromosome interactions
at different scale lengths. The largest motifs are
checkerboard-like sequential patterns of high and
low interaction frequency, commonly associated
to a bipartition of the genome in two sets of loci,
named genomic compartments, characterized by
enriched interactions within each set and depleted
interactions between sets. The square patterns
with distinct borders along the main diagonal
are indicative of groups of genomic loci that tend
to interact more with each other than with loci
in other genomic regions and that, in metazoan
genomes, are named Topologically Associating
Domains (TADs). At a much finer scale, signal
spikes account for local contact enrichments and
may manifest the presence of point interactions
e.g. between regulatory regions, as in the case of
promoters and enhancers.

In the last few years, numerous algorithms have
been developed to capture and extract these
signal patterns and understanding the principles
and usage of these computational tools is
becoming increasingly important to support the
interpretation of chromatin interaction maps2.
Indeed, if on one side ultra-deep sequencing
allows now producing high-resolution pictures
of the 3D genome architecture, on the other the
availability of reliable computational approaches
for pattern identification and extraction is an
essential prerequisite for capturing the actual,
structural information encoded in the data.

The work of Forcato et al. builds on the
methodological imperative to quantitatively
assess how the various methods for the analysis
of Hi-C data perform relative to one another and
how the adoption of one computational strategy
impacts the identification of chromatin structures.
Specifically, they compared the performances
of thirteen methods for the identification of

topological domains and chromatin interactions
from Hi-C data. Given the scarcity of validated
empirical evidences for chromatin architecture
to calculate comparison statistics, the study
design is based on a quite impressive large set of
experimental and simulated data that have been
used to quantitatively estimate reproducibility,
accuracy, and precision of the various methods.
Surprisingly, the comparison evidences that
no algorithm prevails the others in the precise
identification of chromatin structures and that,
irrespectively of the data resolution, the choice
of the method severely influences the quantity
and characteristics of the identified interactions.
Algorithms for the identification of TADs appear
to be more stable and reproducible than methods
to call point interactions. In particular, the
latter suffer of poor reproducibility, with few
interactions detected in one sample conserved in
other replicates of the same cell type. Although
striking, this disappointing result may be partly
ascribed to the characteristics of the analyzed
samples that, being ensembles of cells in different
states, are not necessarily identical in terms of
chromatin contacts, as postulated in the study
design. Despite their limited reproducibility, most
detected interactions are of biological significance,
as testified by the significant proportion of cis
promoter-enhancer looping interactions and by
the very small number of biologically improbable
contacts. Finally, the set of results generated by
this comparison constitutes a precious resource
by itself, comprising an extensive summary
of chromatin structures, as TADs and point
interactions, in human embryonic stem cells, in
fetal lung fibroblasts, in lymphoblastoid cell lines
and in fruit fly embryos, that is currently available
through Hi-C public data browsers.

Chromosome conformation capture-based
techniques is already one of the most powerful
tools to unveil not only the 3D genome architecture
but also aberrations in chromatin organization
that can eventually trigger events leading to
genetic disorders and cancer. Ultimately, it is
appealing to envision that these techniques
might, in the near future, represent a centerpiece
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in the process to rationally identify genomic
regions worthy of synthetic editing for biomedical
applications. However, to uncover novel exciting
aspects of the 3D genome architecture and of its
dynamics, it is indispensable that researchers
can count on rigorous and robust computational
approaches to analyze DNA interaction data
as algorithms may be efficient in discerning
real structures, but equally so at extracting
patterns when they are entirely absent. Similar
to Mondrian’s diamond compositions, where
essential geometrical elements are instrumental
to perceive an underlying structure in the world,
the repertoire of patterns in interaction maps
is instrumental to fully access the still secret
essence of the DNA molecule, provided that we
are confident in extracting the subtle relationships
they encode.

Comparison of computational methods for Hi-C data
analysis

Hi-C is a genome-wide sequencing technique used to
investigate 3D chromatin conformation inside the nucleus.
Computational methods are required to analyze Hi-C data
and identify chromatin interactions and topologically
associating domains (TADs) from genome-wide contact
probability maps. We quantitatively compared the
performance of 13 algorithms in their analyses of Hi-C data
from six landmark studies and simulations. This comparison
revealed differences in the performance of methods for
chromatin interaction identification, but more comparable
results for TAD detection between algorithms.

[PMID 28604721]

Computational genomics
Francesco Ferrari
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Silvio Bicciato obtained his PhD
in Chemical Engineering from the
University of Padova working on an
automatic system for the control
of biopolymer synthesis. He then
joined the Bioinformatics and
Metabolic Engineering Laboratory
of G.N. Stephanopoulos at MIT
(Cambridge, USA) where, as
a post-doctoral associate, he
started working on the design and
application of database-mining
algorithms and bioinformatics
tools for the analysis of microarray
gene expression data. After three
years at MIT, he moved back to
University of Padova where he
established a research group of
bioinformatics and functional
genomics. In 2008, he moved to
the University of Modena and
Reggio Emilia where he created
the Bioinformatics Lab at the
Center for Genome Research,
an interdisciplinary group
comprising computer scientists,

molecular biologists, statisticians,
biotechnologists, and engineers
that cooperate to the generations
of the bioinformatics tools required
by new technologies for genomics.
His principal research interest
is the design and application of
computational and bioinformatics
methods for the analysis of
genomic data coming from high-
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years at MIT, he moved back to
University of Padova where he
established a research group of
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the University of Modena and
Reggio Emilia where he created
the Bioinformatics Lab at the
Center for Genome Research,
an interdisciplinary group
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biotechnologists, and engineers
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methods for the analysis of
genomic data coming from high-
throughput technologies and the
modeling of complex biological
systems



IFOM: A YEAR IN REVIEW

by Tomas Lindahl

More than fifteen years after the start of its
scientific activities, IFOM has established itself
on the national and international scene as a
consolidated reality in the field of molecular
oncology. If the first years of IFOM were mainly
characterized by fundamental research activities,
over the years the research strands have
increasingly provided ideas to start translational
programs in order to have a concrete impact
on the patient and thus close the cycle with the
Civil Society. In this way, IFOM has established
- in partnership with the European Institute
of Oncology - an integrated system of highly
specialized realities (Cogentech, TTFactor) that
are not easily found in the Italian scene.

This experience in molecular oncology is now
facing a new challenge: the progressive aging of
the population both in Italy and in Europe. This
demographic phenomenon is reflected in research,
as it is increasingly evident that cancer and
aging are closely linked. This represents a great
opportunity for IFOM thanks also to the network
of high-quality international partnerships woven
over the years that can allow the Institute to face
this challenge in an innovative and effective way.

What is the current state of affairs and how are the
outlooks in molecular oncologies outlined? What

The new challenges
in [FOM

are the consequences of the aging population in
terms of chronic diseases? These are the questions
IFOM is approaching.

2017 also saw the extension of IFOM’s
internationalization activities with the signing
of the Memorandum of Understanding with the
University of Shenzhen, in China, which soon
followed the creation of the “Shenzhen University-
IFOM Center for Genome Stability and Aging”
aimed at carrying out research on the topic of
genomic instability and its impact on aging in
order to develop new therapeutic and diagnostic
tools to reduce the risk and impact of aging-
related diseases.

Among the various collaborations at national
level, I particularly highlight the one activated
with the Monzino Cardiology Center with the
aim of improving the knowledge of the role of
DNA repair mechanisms following mechanical
perturbations or pathological affections involving
cardiomyocytes derived from patients’ iPS cells
and / or derived from experimental animal
models. Other important academic agreements
have been signed with the University of Padua
and the University of Trieste for an organic
collaboration with the two scientists Stefano
Piccolo and Giannino Del Sal of the respective
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universities respectively on the topic of crosstalk
and on the metabolism of cancer cells and
oncogenic signaling.

Scientific productivity was confirmed to be high
with 134 articles published in scientific journals
with impact factor, for a total IF of 1397 and an
average IF for publication of 10.42.

The calendar of events of international importance
organized by IFOM has also been very varied.

I consider two events particularly successful:

- The ATW 2017 Ataxia-Telangiecatasia
Workshop, organized by Marco Foiani and by
Vincenzo Costanzo, focusing on the theme of
Ataxia-Telangiectasia whose function is crucial
to prevent not only neurodegenerative processes,
but also the onset of cancer and premature aging.

- The 19th International Conference on Lymphatic
Tissues and germinal centers in immune reactions,
organized by Stefano Casola in collaboration
with Dr. Sidonia del Fagarasan, Riken Institute,
Yokohama, in Japan. It was held in Venice and
focused on understanding the mechanisms
underlying the immune system for the study of
leukemia and lymphomas.

Varied and eclectic is also the calendar of popular
events planned and organized by IFOM throughout
the year, with talk shows and conferences during
scientific festivals and the European night of
researchers, involving researchers alongside
scientific journalists.

The media coverage of IFOM grew in 2017 by
counting overo 1000 media services, in the press,
on television, in radios and on the web, potentially
reaching an audience of 3.6 million citizens.

The subject most covered by the media is the
dissemination of the scientific results of IFOM,
but also the Institute itself, as an exponent of
the scientific community and as an actor of the
territory, the human factor and the stories of
researchers, and dissemination activities of the
YouScientist department. This is certainly a
positive sign: it means that there is interest for
science also in traditional media and this can have

a successful impact on the education of citizens to
the value of science.

Equally important is the dissemination activity
of YouScientist, the outreach branch of IFOM:
dozens of activities and thousands of students
and teachers involved. Every year Youscientist
contributes with original projects to the
deepening of scientific themes with an accessible
language and with engaging ways, such as the
publication of the e-book “The ten hallmarks of
cancer”, a scientific essay that tells about the ten
characteristics of cancer cells.

The new challanges in IFOM
by Tomas Lindahl
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Emeritus Director of Cancer Research UK, Clare Hall Laboratories

Tomas Lindahl completed medical
studies at the Karolinska Institute
in Stockholm and has consistently
been active in research. He worked
as a post-doctoral fellow on nucleic
acid biochemistry with J. Fresco
at Princeton and G. Edelman at
Rockefeller University, joining the
faculty of the Karolinska Institute
in 1969.

He became Professor of Medical
Chemistry at the University of
Gothenburg in 1978. In 1981
he was appointed Head of the
Mutagenesis Laboratory at the ICRF
Mill Hill Laboratories in London.
From 1984 to 2006 he was Director
of the Clare Hall Laboratories at
ICRF and Cancer Research UK,
also serving as Deputy Director

of Research. Amongst many
distinctions, Tomas Lindahl is a
member of EMBO, a fellow of
the Royal Swedish Academy of
Sciences, and the Royal Society,
London.

He was the Royal Society Croonian
Lecturer in 1996 and received
a Royal Medal in 2007, INSERM
Prix Etranger in 2009, and the
Copley Medal in 2010 of the Royal
Society. He has received honorary
doctorates from the Universities of
Gothenburg, Oslo, Sheffield, and
Sussex. He is now Emeritus Director
of Cancer Research UK, Clare Hall
Laboratories, and involved in
various scientific activities.

Visiting Professor of the Chinese
Academy of Science 2009 - 2012

2010 - Scientific Advisor, Beijing
Inst. of Genomics2010

2010 - Scientific Advisory Board,
IFOM Milan

2010 - Scientific Advisory Board,
Cancer and Ageing Centre,
University of Nice, France

2010 - Hon. Professor in Medical
Oncology, University of Sheffield.

From 2010 he is President of the
IFOM Scientific Adivisory Board

In 2015 he awarded the Nobel
Prize in Chemistry
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IFOM PUBLICATIONS

Lemur tyrosine kinase 2 (LMTKZ2) is a determinant of cell sensitivity to apoptosis by regulating
the levels of the BCL2 family members.

Conti A, Majorini MT, Fontanella E, Bardelli A, Giacca M, Delia D, Mano M, Lecis D.
Cancer Lett. 2017 Mar 28;389:59-69. doi: 10.1016/j.canlet.2016.12.025. Epub 2016 Dec 29.
[PMID 28040547] IF 6.375

Harnessing membrane trafficking to promote cancer spreading and invasion: The case of
RAB2A.

Kajiho H, Kajiho Y, Scita G.
Small GTPases. 2017 Jan 6:1-6. doi: 10.1080/21541248.2016.1223990. [Epub ahead of print]
[PMID 28060560] IF NA

Brain Structure and Function Associated with Younger Adults in Growth Hormone Receptor-
Deficient Humans.

Nashiro K, Guevara-Aguirre J, Braskie MN, Hafzalla GW, Velasco R, Balasubramanian P, Wei M, Thompson
PM, Mather M, Nelson MD, Guevara A, Teran E, Longo VD.

J Neurosci. 2017 Feb 15;37(7):1696-1707. doi: 10.1523/JNEUROSCI.1929-16.2016. Epub 2017 Jan 10.
[PMID 28073935] IF 5.988

A Fluorophore Fusion Construct of Human Profilin I with Non-Compromised Poly(L-Proline)
Binding Capacity Suitable for Imaging.

Nejedla M, Li Z, Masser AE, Biancospino M, Spiess M, Mackowiak SD, Friedlander MR, Karlsson R.
1 Mol Biol. 2017 Apr 7;429(7):964-976. doi: 10.1016/j.jmb.2017.01.004. Epub 2017 Jan 8.
[PMID 28077285] IF 4.623

Moonlighting at replication forks - a new life for homologous recombination proteins BRCA1,
BRCA2 and RAD351.

Kolinjivadi AM, Sannino V, de Antoni A, Técher H, Baldi G, Costanzo V.
FEBS Lett. 2017 Apr;591(8):1083-1100. doi: 10.1002/1873-3468.12556. Epub 2017 Jan 30. Review.
[PMID 28079255] IF 3.623

24-Hydroxycholesterol participates in pancreatic neuroendocrine tumor development.

Soncini M, Corna G, Moresco M, Coltella N, Restuccia U, Maggioni D, Raccosta L, Lin CY, Invernizzi F,
Crocchiolo R, Doglioni C, Traversari C, Bachi A, Bernardi R, Bordignon C, Gustafsson JA, Russo V.

Proc Natl Acad Sci U S A. 2016 Oct 11;113(41):E6219-E6227.
[PMID: 27671648] IF 7.06

Peg3/PW1 Is a Marker of a Subset of Vessel Associated Endothelial Progenitors.
Malinverno M, Corada M, Ferrarini L, Formicola L, Marazzi G, Sassoon D, Dejana E.

Stem Cells. 2017 May;35(5):1328-1340. doi: 10.1002/stem.2566. Epub 2017 Feb 5.

[PMID 28090691] IF 5.599

Step by Step, Cell by Cell: Quantification of the Bacterial Cell Cycle.

Osella M, Tans SJ, Cosentino Lagomarsino M.

Trends Microbiol. 2017 Apr;25(4):250-256. doi: 10.1016/j.tim.2016.12.005. Epub 2017 Jan 13. Review.
[PMID 28094092] IF 11.020

New Insights into Cooperative Binding of Homeodomain Transcription Factors PREP1 and
PBX1 to DNA.

Zucchelli C, Ferrari E, Blasi F, Musco G, Bruckmann C.
Sci Rep. 2017 Jan 17;7:40665. doi: 10.1038/srep40665.
[PMID 28094776] IF 4.259
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IFOM PUBLICATIONS

Xenopus egg extract to study regulation of genome-wide and locus-specific DNA replication.
Raspelli E, Falbo L, Costanzo V.

Genesis. 2017 Jan;55(1-2). doi: 10.1002/dvg.22996. Review.

[PMID 28095613] IF 2.143

Superparamagnetic Nanoparticles as High Efficiency Magnetic Resonance Imaging T(2)
Contrast Agent.

Sousa F, Sanavio B, Saccani A, Tang Y, Zucca I, Carney TM, Mastropietro A, Jacob Silva PH, Carney RP,
Schenk K, Omrani AO, Huang P, Yang L, Rennow HM, Stellacci F, Krol S.

Bioconjug Chem. 2017 Jan 18;28(1):161-170. doi: 10.1021/acs.bioconjchem.6b00577. Epub 2016 Nov 28.
Erratum in: Bioconjug Chem. 2017 Aug 16;28(8):2207.

[PMID 28095682] IF 4.818

MIF/CD74 axis is a target for novel therapies in colon carcinomatosis.

Bozzi F, Mogavero A, Varinelli L, Belfiore A, Manenti G, Caccia C, Volpi CC, Beznoussenko GV, Milione M,
Leoni V, Gloghini A, Mironov AA, Leo E, Pilotti S, Pierotti MA, Bongarzone I, Gariboldi M.

J Exp Clin Cancer Res. 2017 Jan 23;36(1):16. doi: 10.1186/s13046-016-0475-z.
[PMID 28114961] IF 5.189

A methodological procedure for evaluating the impact of hemolysis on circulating microRNAs.
Pizzamiglio S, Zanutto S, Ciniselli CM, Belfiore A, Bottelli S, Gariboldi M, Verderio P.

Oncol Lett. 2017 Jan;13(1):315-320. doi: 10.3892/01.2016.5452. Epub 2016 Nov 30.

[PMID 28123561] IF 1.390

VE-cadherin complex plasticity: EPS8 and YAP play relay at adherens junctions.
Giampietro C.

Tissue Barriers. 2016 Sep 3;4(4):€1232024. doi: 10.1080/21688370.2016.1232024. eCollection 2016.
[PMID 28123926] IF NA

A novel single-cell method provides direct evidence of persistent DNA damage in senescent
cells and aged mammalian tissues.

Galbiati A, Beauséjour C, d’Adda di Fagagna F
Aging Cell. 2017 Apr;16(2):422-427. doi: 10.1111/acel.12573. Epub 2017 Jan 26.
[PMID 28124509] IF 6.714

Endocytic reawakening of motility in jammed epithelia.

Malinverno C, Corallino S, Giavazzi F, Bergert M, Li Q, Leoni M, Disanza A, Frittoli E, Oldani A, Martini
E, Lendenmann T, Deflorian G, Beznoussenko GV, Poulikakos D, Haur OK, Uroz M, Trepat X, Parazzoli D,
Maiuri P, Yu W, Ferrari A, Cerbino R, et al.

Nat Mater. 2017 May;16(5):587-596. doi: 10.1038/nmat4848. Epub 2017 Jan 30.
[PMID 28135264] IF 39.737

Nutrition and fasting mimicking diets in the prevention and treatment of autoimmune diseases
and immunosenescence.

Choi IY, Lee C, Longo VD.
Mol Cell Endocrinol. 2017 Nov 5;455:4-12. doi: 10.1016/j.mce.2017.01.042. Epub 2017 Jan 28.
[PMID 28137612] IF 3.754
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EBI2 Is Highly Expressed in Multiple Sclerosis Lesions and Promotes Early CNS Migration of
Encephalitogenic CD4 T Cells.

Wanke F, Moos S, Croxford AL, Heinen AP, GrV§f S, Kalt B, Tischner D, Zhang J, Christen I, Bruttger J, Yogev
N, Tang Y, Zayoud M, Israel N, Karram K, ReiViiig S, Lacher SM, Reichhold C, Mufazalov IA, Ben-Nun A,
Kuhlmann T, Wettschureck N, et al.

Cell Rep. 2017 Jan 31;18(5):1270-1284. doi: 10.1016/j.celrep.2017.01.020.
[PMID 28147280] IF 8.282

Not all roads lead to Cdki.

Branzei D, Ciliberto A.

Cell Cycle. 2017 Mar 4;16(5):395-396. doi: 10.1080/15384101.2016.1274585. Epub 2017 Feb 6. No abstract available.
[PMID 28165884] IF 3.530

Stochastic timing in gene expression for simple regulatory strategies.
Co AD, Lagomarsino MC, Caselle M, Osella M.

Nucleic Acids Res. 2017 Feb 17;45(3):1069-1078. doi: 10.1093/nar/gkw1235.

[PMID 28180313] IF 10.162

The molecular basis of endothelial cell plasticity.

Dejana E, Hirschi KK, Simons M.

Nat Commun. 2017 Feb 9;8:14361. doi: 10.1038/ncomms14361. Review. No abstract available.
[PMID 28181491]IF 12.124

Superresolution imaging of nanoscale chromosome contacts.
Wang Y, Ratna P, Shivashankar GV.

Sci Rep. 2017 Feb 10;7:42422. doi: 10.1038/srep42422.

[PMID 28186153] IF 4.259

Thieno[3,2-b]pyrrole-5-carboxamides as New Reversible Inhibitors of Histone Lysine
Demethylase KDM1A/LSD1. Part 1: High-Throughput Screening and Preliminary Exploration.

Sartori L, Mercurio C, Amigoni F, Cappa A, Faga G, Fattori R, Legnaghi E, Ciossani G, Mattevi A, Meroni
G, Moretti L, Cecatiello V, Pasqualato S, Romussi A, Thaler F, Trifir6 P, Villa M, Vultaggio S, Botrugno OA,
Dessanti P, Minucci S, Zagarri E, Carettoni D, Tuzzolino L, Varasi M, Vianello P.

J Med Chem. 2017 Mar 9;60(5):1673-1692. doi: 10.1021/acs.jmedchem.6b01018. Epub 2017 Feb 27.
[PMID 28186755] IF 6.2590000000000003

Thieno[3,2-b]pyrrole-5-carboxamides as New Reversible Inhibitors of Histone Lysine
Demethylase KDM1A/LSD1. Part 2: Structure-Based Drug Design and Structure-Activity
Relationship.

Vianello P, Sartori L, Amigoni F, Cappa A, Faga G, Fattori R, Legnaghi E, Ciossani G, Mattevi A, Meroni
G, Moretti L, Cecatiello V, Pasqualato S, Romussi A, Thaler F, Trifir6 P, Villa M, Botrugno OA, Dessanti P,
Minucci S, Vultaggio S, Zagarri E, Varasi M, Mercurio C.

J Med Chem. 2017 Mar 9;60(5):1693-1715. doi: 10.1021/acs.jmedchem.6b01019. Epub 2017 Feb 27.

[PMID 28186757] IF 6.259

Exploiting the p53 Pathway for Therapy.

Cheok CF, Lane DP.

Cold Spring Harb Perspect Med. 2017 Mar 1;7(3). pii: a026310. doi: 10.1101/cshperspect.a026310. Review.
[PMID 28193768] IF 4.866
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Fasting-mimicking diet and markers/risk factors for aging, diabetes, cancer, and
cardiovascular disease.

Wei M, Brandhorst S, Shelehchi M, Mirzaei H, Cheng CW, Budniak J, Groshen S, Mack WJ, Guen E, Di Biase
S, Cohen P, Morgan TE, Dorff T, Hong K, Michalsen A, Laviano A, Longo VD.

Sci Transl Med. 2017 Feb 15;9(377). pii: eaai8700. doi: 10.1126/scitransImed.aai8700.
[PMID 28202779] IF 16.796

Endothelial cell disease: emerging knowledge from cerebral cavernous malformations.
Lampugnani MG, Malinverno M, Dejana E, Rudini N.

Curr Opin Hematol. 2017 May;24(3):256-264. doi: 10.1097/MOH.0000000000000338. Review.

[PMID 28212190] IF 3.200

Protective effects of short-term dietary restriction in surgical stress and chemotherapy.
Brandhorst S, Harputlugil E, Mitchell JR, Longo VD.

Ageing Res Rev. 2017 Oct;39:68-77. doi: 10.1016/j.arr.2017.02.001. Epub 2017 Feb 20. Review.

[PMID 28216454] IF 7.452

S-phase checkpoint regulations that preserve replication and chromosome integrity upon
dNTP depletion.

Giannattasio M, Branzei D.
Cell Mol Life Sci. 2017 Jul;74(13):2361-2380. doi: 10.1007/s00018-017-2474-4. Epub 2017 Feb 20. Review.
[PMID 28220209] IF 5.788

Early autophagosomes are formed from myelin-like structures derived from outer membranes
of mitochondria.

Mironov AA, Beznoussenko GV, Morelli E, Vaccari T.
Ultrastruct Pathol. 2017 Jan-Feb;41(1):73-74. doi: 10.1080/01913123.2016.1269416. No abstract available.
[PMID 28230477] IF 0.694

Ultrastructure of fibroblasts from patients with progeria.

Beznoussenko GV, Kidiyoor GR, Mironov AA, Foiani M.

Ultrastruct Pathol. 2017 Jan-Feb;41(1):108-109. doi: 10.1080/01913123.2016.1270802. No abstract available.
[PMID 28230482] IF 0.694

Express or repress? The transcriptional dilemma of damaged chromatin.
Capozzo I, Iannelli F, Francia S, d’Adda di Fagagna F.

FEBS J. 2017 Jul;284(14):2133-2147. doi: 10.1111/febs.14048. Epub 2017 Mar 16. Review.
[PMID 28231404] IF 3.902

Fasting-Mimicking Diet Promotes Ngn3-Driven 3-Cell Regeneration to Reverse Diabetes
Cheng CW, Villani V, Buono R, Wei M, Kumar S, Yilmaz OH, Cohen P, Sneddon JB, Perin L, Longo VD.
Cell. 2017 Feb 23;168(5):775-788.e12. doi: 10.1016/j.cell.2017.01.040.

[PMID 28235195] IF 30.410

DNA damage response inhibition at dysfunctional telomeres by modulation of telomeric DNA
damage response RNAs.

Rossiello F, Aguado J, Sepe S, Iannelli F, Nguyen Q, Pitchiaya S, Carninci P, d’Adda di Fagagna F.
Nat Commun. 2017 Feb 27;8:13980. doi: 10.1038/ncomms13980.
[PMID 28239143]IF 12.124
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Integrating liquid biopsies into the management of cancer.

Siravegna G, Marsoni S, Siena S, Bardelli A.

Nat Rev Clin Oncol. 2017 Sep;14(9):531-548. doi: 10.1038/nrclinonc.2017.14. Epub 2017 Mar 2. Review.
[PMID 28252003] IF 20.693

Erratum to ‘Exploring and exploiting the systemic effects of deregulated replication licensing’
[Seminars in Cancer Biology 37-38C, (2016) 3-15].

Petrakis TG, Komseli ES, Papaioannou M, Vougas K, Polyzos A, Myrianthopoulos V, Mikros E, Trougakos IP,
Thanos D, Branzei D, Townsend P, Gorgoulis VG.

Semin Cancer Biol. 2017 Apr;43:180. doi: 10.1016/j.semcancer.2017.02.002. Epub 2017 Feb 21. No abstract available.
[PMID 28254408] IF 9.141

Cholesterol impairment contributes to neuroserpin aggregation.
Giampietro C, Lionetti MC, Costantini G, Mutti F, Zapperi S, La Porta CA.
Sci Rep. 2017 Mar 3;7:43669. doi: 10.1038/srep43669.

[PMID 28255164] IF 4.259

Transcriptional and post-transcriptional regulation of the ionizing radiation response by ATM
and p53.

Venkata Narayanan I, Paulsen MT, Bedi K, Berg N, Ljungman EA, Francia S, Veloso A, Magnuson B, di
Fagagna FD, Wilson TE, Ljungman M.

Sci Rep. 2017 Mar 3;7:43598. doi: 10.1038/srep43598.

[PMID 28256581] IF 4.259

Missing Value Monitoring Enhances the Robustness in Proteomics Quantitation.
Matafora V, Corno A, Ciliberto A, Bachi A.

J Proteome Res. 2017 Apr 7;16(4):1719-1727. doi: 10.1021/acs.jproteome.6b01056. Epub 2017 Mar 21.
[PMID 28282139] IF 4.268

BRCA2 Hypomorphic Missense Variants Confer Moderate Risks of Breast Cancer.

Shimelis H, Mesman RLS, Von Nicolai C, Ehlen A, Guidugli L, Martin C, Calléja FMGR, Meeks H, Hallberg
E, Hinton J, Lilyquist J, Hu C, Aalfs CM, Aittomaki K, Andrulis I, Anton-Culver H, Arndt V, Beckmann MW,
Benitez J, Bogdanova NV, Bojesen SE, Bolla MK, et al.

Cancer Res. 2017 Jun 1;77(11):2789-2799. doi: 10.1158/0008-5472.CAN-16-2568. Epub 2017 Mar 10.
[PMID 28283652] IF 9.122

Pre-clinical validation of a selective anti-cancer stem cell therapy for Numb-deficient human
breast cancers.

Tosoni D, Pambianco S, Ekalle Soppo B, Zecchini S, Bertalot G, Pruneri G, Viale G, Di Fiore PP, Pece S.
EMBO Mol Med. 2017 May;9(5):655-671. doi: 10.15252/emmm.201606940.
[PMID 28298340] IF 9.500

The scaffold protein p140Cap limits ERBB2-mediated breast cancer progression interfering
with Rac GTPase-controlled circuitries.

Grasso S, Chapelle J, Salemme V, Aramu S, Russo I, Vitale N, Verdun di Cantogno L, Dallaglio K, Castellano
I, Amici A, Centonze G, Sharma N, Lunardi S, Cabodi S, Cavallo F, Lamolinara A, Stramucci L, Moiso E,
Provero P, Albini A, Sapino A, Staaf J, et al.

Nat Commun. 2017 Mar 16;8:14797. doi: 10.1038/ncomms14797.
[PMID 28300085] IF 12.124
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A tale of TALE, PREP1, PBX1, and MEIS1: Interconnections and competition in cancer.
Blasi F, Bruckmann C, Penkov D, Dardaei L.

Bioessays. 2017 May;39(5). doi: 10.1002/bies.201600245. Epub 2017 Mar 21. Review.

[PMID 28322463] IF 4.441

Building up and breaking down: mechanisms controlling recombination during replication.

Branzei D, Szakal B.
Crit Rev Biochem Mol Biol. 2017 Aug;52(4):381-394. doi: 10.1080/10409238.2017.1304355. Epub 2017 Mar 22.
Review.

[PMID 28325102] IF 6.639

Major Roles for Pyrimidine Dimers, Nucleotide Excision Repair, and ATR in the Alternative
Splicing Response to UV Irradiation.

Munoz MJ, Nieto Moreno N, Giono LE, Cambindo Botto AE, Dujardin G, Bastianello G, Lavore S, Torres-
Méndez A, Menck CFM, Blencowe BJ, Irimia M, Foiani M, Kornblihtt AR.

Cell Rep. 2017 Mar 21;18(12):2868-2879. doi: 10.1016/j.celrep.2017.02.066.
[PMID 28329680] IF 8.282

Identification of 12 new susceptibility loci for different histotypes of epithelial ovarian cancer.

Phelan CM, Kuchenbaecker KB, Tyrer JP, Kar SP, Lawrenson K, Winham SJ, Dennis J, Pirie A, Riggan MJ,
Chornokur G, Earp MA, Lyra PC Jr, Lee JM, Coetzee S, Beesley J, McGuffog L, Soucy P, Dicks E, Lee A,
Barrowdale D, Lecarpentier J, Leslie G, et al.

Nat Genet. 2017 May;49(5):680-691. doi: 10.1038/ng.3826. Epub 2017 Mar 27.
[PMID 28346442] IF 27.959

Fasting regulates EGR1 and protects from glucose- and dexamethasone-dependent
sensitization to chemotherapy.

Di Biase S, Shim HS, Kim KH, Vinciguerra M, Rappa F, Wei M, Brandhorst S, Cappello F, Mirzaei H, Lee C,
Longo VD.

PLoS Biol. 2017 Mar 30;15(3):e2001951. doi: 10.1371/journal.pbio.2001951. eCollection 2017 Mar. Erratum in: PLoS
Biol. 2017 May 1;15(5):e1002603.

[PMID 28358805] IF 9.797

Tracking a CAD-ALK gene rearrangement in urine and blood of a colorectal cancer patient
treated with an ALK inhibitor.

Siravegna G, Sartore-Bianchi A, Mussolin B, Cassingena A, Amatu A, Novara L, Buscarino M, Corti G,
Crisafulli G, Bartolini A, Tosi F, Erlander M, Di Nicolantonio F, Siena S, Bardelli A.

Ann Oncol. 2017 Jun 1;28(6):1302-1308. doi: 10.1093/annonc/mdx095.
[PMID 28368455] IF 11.855

Chromatin determinants impart camptothecin sensitivity.

Puddu F, Salguero I, Herzog M, Geisler NJ, Costanzo V, Jackson SP.

EMBO Rep. 2017 Jun;18(6):1000-1012. doi: 10.15252/embr.201643560. Epub 2017 Apr 7.
[PMID 28389464] IF 7.700

Relevant parameters in models of cell division control.

Grilli J, Osella M, Kennard AS, Lagomarsino MC.

Phys Rev E. 2017 Mar;95(3-1):032411. doi: 10.1103/PhysRevE.95.032411. Epub 2017 Mar 17.
[PMID 28415269] IF 2.288
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Inhibition of the platelet-derived growth factor receptor beta (PDGFRB) using gene silencing,
crenolanib besylate, or imatinib mesylate hampers the malignant phenotype of mesothelioma
cell lines.

Melaiu O, Catalano C, De Santi C, Cipollini M, Figlioli G, Pelle L, Barone E, Evangelista M, Guazzelli A,
Boldrini L, Sensi E, Bonotti A, Foddis R, Cristaudo A, Mutti L, Fontanini G, Gemignani F, Landi S.
Genes Cancer. 2017 Jan;8(1-2):438-452. doi: 10.18632/genesandcancer.129.

[PMID 28435517] IF NA

Prediction of Breast and Prostate Cancer Risks in Male BRCA1 and BRCA2 Mutation Carriers
Using Polygenic Risk Scores.

Lecarpentier J, Silvestri V, Kuchenbaecker KB, Barrowdale D, Dennis J, McGuffog L, Soucy P, Leslie G,
Rizzolo P, Navazio AS, Valentini V, Zelli V, Lee A, Amin Al Olama A, Tyrer JP, Southey M, John EM, Conner
TA, Goldgar DE, Buys SS, Janavicius R, Steele L, et al.

J Clin Oncol. 2017 Jul 10;35(20):2240-2250. doi: 10.1200/JC0.2016.69.4935. Epub 2017 Apr 27.
[PMID 28448241] IF 24.008

WoPPER: Web server for Position Related data analysis of gene Expression in Prokaryotes.

Puccio S, Grillo G, Licciulli F, Severgnini M, Liuni S, Bicciato S, De Bellis G, Ferrari F, Peano C.
Nucleic Acids Res. 2017 Jul 3;45(W1):W109-W115. doi: 10.1093/nar/gkx329.

[PMID 28460063] IF 10.162

WoPPER: Web server for Position Related data analysis of gene Expression in Prokaryotes.

Puccio S, Grillo G, Licciulli F, Severgnini M, Liuni S, Bicciato S, De Bellis G, Ferrari F, Peano C.
Nucleic Acids Res. 2017 Jul 3;45(W1):W109-W115. doi: 10.1093/nar/gkx329.

[PMID 28460063] IF 10.162

Rab2 promotes autophagic and endocytic lysosomal degradation.

L6érincz P, Toth S, Benkd P, Lakatos Z, Boda A, Glatz G, Zobel M, Bisi S, Heged(s K, Takats S1, Scita G, Juhasz G.
J Cell Biol. 2017 Jul 3;216(7):1937-1947. doi: 10.1083/jcb.201611027. Epub 2017 May 8.

[PMID 28483915] IF 7.955

Reticulon 3-dependent ER-PM contact sites control EGFR nonclathrin endocytosis.

Caldieri G, Barbieri E, Nappo G, Raimondi A, Bonora M, Conte A, Verhoef LGGC, Confalonieri S, Malabarba MG,
Bianchi F, Cuomo A, Bonaldi T, Martini E, Mazza D, Pinton P, Tacchetti C, Polo S, Di Fiore PP, Sigismund S.

Science. 2017 May 12;356(6338):617-624. doi: 10.1126/science.aah6152.
[PMID 28495747] IF 37.205

Metabolic shifts in residual breast cancer drive tumor recurrence.

Havas KM, Milchevskaya V, Radic K, Alladin A, Kafkia E, Garcia M, Stolte J, Klaus B, Rotmensz N, Gibson TJ,
Burwinkel B, Schneeweiss A, Pruneri G, Patil KR, Sotillo R, Jechlinger M.

J Clin Invest. 2017 Jun 1;127(6):2091-2105. doi: 10.1172/JCI89914. Epub 2017 May 15.
[PMID 28504653] IF 12.784

3-Aroyl-1,4-diarylpyrroles Inhibit Chronic Myeloid Leukemia Cell Growth through an
Interaction with Tubulin.

La Regina G, Bai R, Coluccia A, Famiglini V, Passacantilli S, Naccarato V, Ortar G, Mazzoccoli C, Ruggieri V,
Agriesti F, Piccoli C, Tataranni T, Nalli M, Brancale A, Vultaggio S, Mercurio C, Varasi M, Saponaro C, Sergio
S, Maffia M, Coluccia AML, Hamel E, et al.

ACS Med Chem Lett. 2017 Apr 26;8(5):521-526. doi: 10.1021/acsmedchemlett.7b00022. eCollection 2017 May 11.
[PMID 28523104] IF 3.746
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Metabolic Alterations at the Crossroad of Aging and Oncogenesis.
Raffaghello L, Longo V.

Int Rev Cell Mol Biol. 2017;332:1-42. doi: 10.1016/bs.ircmb.2017.01.003. Epub 2017 Feb 28.
[PMID 28526131] IF 3.752

Zebrafish Tmem230a cooperates with the Delta/Notch signaling pathway to modulate
endothelial cell number in angiogenic vessels.

Carra S, Sangiorgio L, Pelucchi P, Cermenati S, Mezzelani A, Martino V, Palizban M, Albertini A, Gotte M,
Kehler J, Deflorian G, Beltrame M, Giordano A, Reinbold R, Cotelli F, Bellipanni G, Zucchi I.

J Cell Physiol. 2018 Feb;233(2):1455-1467. doi: 10.1002/jcp.26032. Epub 2017 Jul 4.
[PMID 28542953] IF 4.080

Coupling between chromosome intermingling and gene regulation during cellular
differentiation.

Wang Y, Jain N, Nagarajan M, Maharana S, Iyer KV, Talwar S, Shivashankar GV.
Methods. 2017 Jul 1;123:66-75. doi: 10.1016/j.ymeth.2017.05.022. Epub 2017 May 26. Review.
[PMID 28554525] IF 3.802

A damaged genome’s transcriptional landscape through multilayered expression profiling
around in situ-mapped DNA double-strand breaks.

Iannelli F, Galbiati A, Capozzo I, Nguyen Q, Magnuson B, Michelini F, D’Alessandro G, Cabrini M, Roncador
M, Francia S, Crosetto N, Ljungman M, Carninci P, d’Adda di Fagagna F.

Nat Commun. 2017 May 31;8:15656. doi: 10.1038/ncomms15656.
[PMID 28561034] IF 12.124

The B-cell receptor controls fitness of MYC-driven lymphoma cells via GSK3f3 inhibition

Varano G, Raffel S, Sormani M, Zanardi F, Lonardi S, Zasada C, Perucho L, Petrocelli V, Haake A, Lee AK,
Bugatti M, Paul U, Van Anken E, Pasqualucci L, Rabadan R, Siebert R, Kempa S, Ponzoni M, Facchetti F,
Rajewsky K, Casola S.

Nature. 2017 Jun 8;546(7657):302-306. doi: 10.1038/nature22353. Epub 2017 May 31.
[PMID 28562582] IF 40.137

Cyclin-Dependent Kinase-Dependent Phosphorylation of Sox2 at Serine 39 Regulates
Neurogenesis.

Lim S, Bhinge A, Bragado Alonso S, Aksoy I, Aprea J, Cheok CF, Calegari F, Stanton LW, Kaldis P.
Mol Cell Biol. 2017 Jul 28;37(16). pii: €00201-17. doi: 10.1128/MCB.00201-17. Print 2017 Aug 15.
[PMID 28584195] IF 3.685

Targeting Gene Function in Germinal Center B Cells: A Practical Approach.
Petrocelli V, Casola S.

Methods Mol Biol. 2017;1623:209-231. doi: 10.1007/978-1-4939-7095-7_17.

[PMID 28589359] IF NA

Comparison of computational methods for Hi-C data analysis.
Forcato M, Nicoletti C, Pal K, Livi CM, Ferrari F, Bicciato S.

Nat Methods. 2017 Jul;14(7):679-685. doi: 10.1038/nmeth.4325. Epub 2017 Jun 12.
[PMID 28604721] IF 25.062

Family-specific scaling laws in bacterial genomes.

De Lazzari E, Grilli J, Maslov S, Cosentino Lagomarsino M.

Nucleic Acids Res. 2017 Jul 27;45(13):7615-7622. doi: 10.1093/nar/gkx510.
[PMID 28605556] IF 10.162
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Pro-migratory and TGF-fB-activating functions of av6 integrin in pancreatic cancer are
differentially regulated via an Eps8-dependent GTPase switch.

Tod J, Hanley CJ, Morgan MR, Rucka M, Mellows T, Lopez MA, Kiely P, Moutasim KA, Frampton SJ, Sabnis
D, Fine DR, Johnson C, Marshall JF, Scita G, Jenei V, Thomas GJ.

J Pathol. 2017 Sep;243(1):37-50. doi: 10.1002/path.4923. Epub 2017 Aug 7.
[PMID 28608476] IF 6.894

Orientation and repositioning of chromosomes correlate with cell geometry-dependent gene
expression.

Wang Y, Nagarajan M, Uhler C, Shivashankar GV.
Mol Biol Cell. 2017 Jul 7;28(14):1997-2009. doi: 10.1091/mbc.E16-12-0825. Epub 2017 Jun 14.
[PMID 28615317] IF 3.685

Antitumor activity and safety profile of weekly carboplatin plus paclitaxel in metastatic breast
cancer: a ten-year, monocentric, retrospective study.

Vernieri C, Milano M, Mennitto A, Maggi C, Ferrari B, Rinaldi L, Mennitto R, Stefanetti C, Re B, Mariani G,
Bianchi G, Capri G, de Braud F.

Breast Cancer Res Treat. 2017 Sep;165(2):365-373. doi: 10.1007/510549-017-4336-z. Epub 2017 Jun 14.
[PMID 28616768] IF 3.626

SoxF factors induce Notch1 expression via direct transcriptional regulation during early
arterial development.

Chiang IK, Fritzsche M, Pichol-Thievend C, Neal A, Holmes K, Lagendijk A, Overman J, D’Angelo D, Omini A,
Hermkens D, Lesieur E, Liu K, Ratnayaka I, Corada M, Bou-Gharios G, Carroll J, Dejana E, Schulte-Merker S,
Hogan B, Beltrame M, De Val S, Francois M.

Development. 2017 Jul 15;144(14):2629-2639. doi: 10.1242/dev.146241. Epub 2017 Jun 15. Erratum in:
Development. 2017 Oct 15;144(20):3847-3848.

[PMID 28619820] IF 6.100

Xenopus laevis as Model System to Study DNA Damage Response and Replication Fork
Stability.

Sannino V, Pezzimenti F, Bertora S, Costanzo V.
Methods Enzymol. 2017;591:211-232. doi: 10.1016/bs.mie.2017.03.018. Epub 2017 Apr 8.
[PMID 28645370] IF 2.088

PP2A Controls Genome Integrity by Integrating Nutrient-Sensing and Metabolic Pathways with
the DNA Damage Response.

Ferrari E, Bruhn C, Peretti M, Cassani C, Carotenuto WV, Elgendy M, Shubassi G, Lucca C, Bermejo R, Varasi
M, Minucci S, Longhese MP, Foiani M.

Mol Cell. 2017 Jul 20;67(2):266-281.e4. doi: 10.1016/j.molcel.2017.05.027. Epub 2017 Jun 22.
[PMID 28648781] IF 14.714

The contribution of pathogenic variants in breast cancer susceptibility genes to familial breast
cancer risk.

Slavin TP, Maxwell KN, Lilyquist J, Vijai J, Neuhausen SL, Hart SN, Ravichandran V, Thomas T, Maria A,
Villano D, Schrader KA, Moore R, Hu C, Wubbenhorst B, Wenz BM, D’Andrea K, Robson ME, Peterlongo P,
Bonanni B, Ford JM, Garber JE, Domchek SM, et al.

NPJ Breast Cancer. 2017 Jun 9;3:22. doi: 10.1038/s41523-017-0024-8. eCollection 2017. Erratum in: NPJ Breast
Cancer. 2017 Nov 7;3:44.

[PMID 28649662] IF 16.650
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Emergence of MET hyper-amplification at progression to MET and BRAF inhibition in
colorectal cancer.

Oddo D, Siravegna G, Gloghini A, Vernieri C, Mussolin B, Morano F, Crisafulli G, Berenato R, Corti G, Volpi
CC, Buscarino M, Niger M, Dunne PD, Rospo G, Valtorta E, Bartolini A, Fucvt G, Lamba S, Martinetti A, Di
Bartolomeo M, de Braud F, Bardelli A, et al.

BrJ Cancer. 2017 Jul 25;117(3):347-352. doi: 10.1038/bjc.2017.196. Epub 2017 Jun 27.
[PMID 28654634] IF 6.176

Targeting Vascular Endothelial-Cadherin in Tumor-Associated Blood Vessels Promotes T-cell-
Mediated Immunotherapy.

ZhaoY, Ting KK, Li J, Cogger VC, Chen J, Johansson-Percival A, Ngiow SF, Holst J, Grau G, Goel S, Muller T,
Dejana E, McCaughan G, Smyth MJ, Ganss R, Vadas MA, Gamble JR.

Cancer Res. 2017 Aug 15;77(16):4434-4447. doi: 10.1158/0008-5472.CAN-16-3129. Epub 2017 Jun 27.
[PMID 28655790] IF 9.122

Role of growth rate on the orientational alignment of Escherichia coli in a slit.
Sheats J, Sclavi B, Cosentino Lagomarsino M, Cicuta P, Dorfman KD.

R Soc Open Sci. 2017 Jun 21;4(6):170463. doi: 10.1098/rso0s.170463. eCollection 2017 Jun.
[PMID 28680690] IF 2.243

Membrane tension controls adhesion positioning at the leading edge of cells.

Pontes B, Monzo P, Gole L, Le Roux AL, Kosmalska AJ, Tam ZY, Luo W, Kan S, Viasnoff V, Roca-Cusachs P,
Tucker-Kellogg L, Gauthier NC.

J Cell Biol. 2017 Sep 4;216(9):2959-2977. doi: 10.1083/jcb.201611117. Epub 2017 Jul 7.
[PMID 28687667] IF 7.955

The molecular understanding of cancer: from the unspeakable illness to a curable disease.
Pierotti MA.

Ecancermedicalscience. 2017 Jun 8;11:747. doi: 10.3332/ecancer.2017.747. eCollection 2017.

[PMID 28690678] IF 0.240

Synaptic activity protects against AD and FTD-like pathology via autophagic-lysosomal
degradation.

Akwa Y, Gondard E, Mann A, Capetillo-Zarate E, Alberdi E, Matute C, Marty S, Vaccari T, Lozano AM, Baulieu
EE, Tampellini D.

Mol Psychiatry. 2017 Jul 11. doi: 10.1038/mp.2017.142. [Epub ahead of print]
[PMID 28696431] IF 13.204

VE-Cadherin Phosphorylation Regulates Endothelial Fluid Shear Stress Responses through the
Polarity Protein LGN.

Conway DE, Coon BG, Budatha M, Arsenovic PT, Orsenigo F, Wessel F, Zhang J, Zhuang Z, Dejana E,
Vestweber D, Schwartz MA.

Curr Biol. 2017 Jul 24;27(14):2219-2225.e5. doi: 10.1016/j.cub.2017.06.020. Epub 2017 Jul 14.
[PMID 28712573] IF 8.851

The impact of replication stress on replication dynamics and DNA damage in vertebrate cells.
Técher H, Koundrioukoff S, Nicolas A, Debatisse M.

Nat Rev Genet. 2017 Sep;18(9):535-550. doi: 10.1038/nrg.2017.46. Epub 2017 Jul 17. Review.

[PMID 28714480] IF 40.282
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Endothelial-to-Mesenchymal Transition in Bone Marrow and Spleen of Primary Myelofibrosis.

Erba BG, Gruppi C, Corada M, Pisati F, Rosti V, Bartalucci N, Villeval JL, Vannucchi AM, Barosi G, Balduini A,
Dejana E.

Am J Pathol. 2017 Aug;187(8):1879-1892. doi: 10.1016/j.ajpath.2017.04.006.
[PMID 28728747] IF 4.057

Chromosome Intermingling: Mechanical Hotspots for Genome Regulation.

Uhler C, Shivashankar GV.

Trends Cell Biol. 2017 Nov;27(11):810-819. doi: 10.1016/j.tcb.2017.06.005. Epub 2017 Jul 17. Review.
[PMID 28728836] IF 15.333

The cohesin complex prevents Myc-induced replication stress.
Rohban S, Cerutti A, Morelli MJ, d’Adda di Fagagna F, Campaner S.

Cell Death Dis. 2017 Jul 27;8(7):€2956. doi: 10.1038/cddis.2017.345.

[PMID 28749464] IF 5.965

Smarcali1-Mediated Fork Reversal Triggers Mre11-Dependent Degradation of Nascent DNA in
the Absence of Brca2 and Stable Rads1 Nucleofilaments.

Kolinjivadi AM, Sannino V, De Antoni A, Zadorozhny K, Kilkenny M, Técher H, Baldi G, Shen R, Ciccia A,
Pellegrini L, Krejci L, Costanzo V.

Mol Cell. 2017 Sep 7;67(5):867-881.e7. doi: 10.1016/j.molcel.2017.07.001. Epub 2017 Jul 27.
[PMID 28757209] IF 14.714

Targeting HECT-type E3 ligases - insights from catalysis, regulation and inhibitors.
Fajner V, Maspero E, Polo S.

FEBS Lett. 2017 Sep;591(17):2636-2647. doi: 10.1002/1873-3468.12775. Epub 2017 Aug 20. Review.
[PMID 28771691] IF 3.623

Methods to Investigate EGFR Ubiquitination.

Conte A, Sigismund S.

Methods Mol Biol. 2017;1652:81-100. doi: 10.1007/978-1-4939-7219-7_5.
[PMID 28791635] IF NA

Ten simple rules to initiate and run a postdoctoral association.
Bruckmann C, Sebestyén E.

PLoS Comput Biol. 2017 Aug 17;13(8):e1005664. doi: 10.1371/journal.pcbi.1005664. eCollection 2017 Aug. No
abstract available.

[PMID 28817586] IF 4.829

Phosphorylation of SOS1 on tyrosine 1196 promotes its RAC GEF activity and contributes to
BCR-ABL leukemogenesis.

Gerboth S, Frittoli E, Palamidessi A, Baltanas FC, Salek M, Rappsilber J, Giuliani C, Troglio F, Rolland Y,
Pruneri G, Kreutmair S, Pallavicini I, Zobel M, Cinquanta M, Minucci S, Gomez C, Santos E, Illert AL, Scita G.

Leukemia. 2017 Aug 18. doi: 10.1038/leu.2017.267. [Epub ahead of print]
[PMID 28819285] IF 11.702

Individuals with FANCM biallelic mutations do not develop Fanconi anemia, but show risk for
breast cancer, chemotherapy toxicity and may display chromosome fragility.

Catucci I, Osorio A, Arver B, Neidhardt G, Bogliolo M, Zanardi F, Riboni M, Minardi S, Pujol R, Azzollini J,
Peissel B, Manoukian S, De Vecchi G, Casola S, Hauke J, Richters L, Rhiem K, Schmutzler RK, Wallander K,
Torngren T, Borg A, Radice P, et al.

Genet Med. 2017 Aug 24. doi: 10.1038/gim.2017.123. [Epub ahead of print]
[PMID 28837162] IF 8.229
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Centromere Structure and Function.

Bloom K, Costanzo V.

Prog Mol Subcell Biol. 2017;56:515-539. doi: 10.1007/978-3-319-58592-5_21.
[PMID 28840251] IF NA

Procedures for Model-Guided Data Analysis of Chromosomal Loci Dynamics at Short Time
Scales.

Gherardi M, Cosentino Lagomarsino M.
Methods Mol Biol. 2017;1624:291-307. doi: 10.1007/978-1-4939-7098-8_21.
[PMID 28842891] IF NA

ESCRT genes and regulation of developmental signaling.

Horner DS, Pasini ME, Beltrame M, Mastrodonato V, Morelli E, Vaccari T.

Semin Cell Dev Biol. 2018 Feb;74:29-39. doi: 10.1016/j.semcdb.2017.08.038. Epub 2017 Aug 25. Review.
[PMID 28847745] IF 6.614

Negative regulation of urokinase receptor activity by a GPI-specific phospholipase C in breast
cancer cells.

van Veen M, Matas-Rico E, van de Wetering K, Leyton-Puig D, Kedziora KM, De Lorenzi V, Stijf-Bultsma Y,
van den Broek B, Jalink K, Sidenius N, Perrakis A, Moolenaar WH.

Elife. 2017 Aug 29;6. pii: €23649. doi: 10.7554/eLife.23649.
[PMID 28849762] IF 7.725

Membrane tension: A challenging but universal physical parameter in cell biology.
Pontes B, Monzo P, Gauthier NC.

Semin Cell Dev Biol. 2017 Nov;71:30-41. doi: 10.1016/j.semcdb.2017.08.030. Epub 2017 Aug 26. Review.
[PMID 28851599] IF 6.614

Vascular Endothelial (VE)-Cadherin, Endothelial Adherens Junctions, and Vascular Disease.
Lampugnani MG, Dejana E, Giampietro C.

Cold Spring Harb Perspect Biol. 2017 Sep 28. pii: a029322. doi: 10.1101/cshperspect.a029322. [Epub ahead of print]
Erratum in: Cold Spring Harb Perspect Biol. 2017 Oct 3;9(10 ).

[PMID 28851747] IF 9.173

Cell-to-cell variability and robustness in S-phase duration from genome replication kinetics.
Zhang Q, Bassetti F, Gherardi M, Lagomarsino MC.

Nucleic Acids Res. 2017 Aug 21;45(14):8190-8198. doi: 10.1093/nar/gkx556.

[PMID 28854733] IF 10.162

Recent Advancements in DNA Damage-Transcription Crosstalk and High-Resolution Mapping
of DNA Breaks.

Vitelli V, Galbiati A, Iannelli F, Pessina F, Sharma S, d’Adda di Fagagna F.
Annu Rev Genomics Hum Genet. 2017 Aug 31;18:87-113. doi: 10.1146/annurev-genom-091416-035314. Review.
[PMID 28859573] IF 7.579

Modulation of RAB5A early endosome trafficking in response to KRas mediated
macropinocytic fluxes in pancreatic cancer cells.

Teske C, Schweitzer C, Palamidessi A, Aust DE, Scita G, Weitz J, Welsch T.
Biochem Biophys Res Commun. 2017 Nov 4;493(1):528-533. doi: 10.1016/j.bbrc.2017.08.157. Epub 2017 Sep 1.
[PMID 28867190] IF 2.466
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Liquid dynamic medicine and N-of-1 clinical trials: a change of perspective in oncology
research.

Silvestris N, Ciliberto G, De Paoli P, Apolone G, Lavitrano ML, Pierotti MA, Stanta G; On the behalf of the
“dynamic medicine OECI group”.

Biochem Biophys Res Commun. 2017 Nov 4;493(1):528-533. doi: 10.1016/j.bbrc.2017.08.157. Epub 2017 Sep 1.
[PMID 28867190] IF 2.466

Deregulated TGF-3/BMP Signaling in Vascular Malformations.

Cunha SI, Magnusson PU, Dejana E, Lampugnani MG.

Circ Res. 2017 Sep 29;121(8):981-999. doi: 10.1161/CIRCRESAHA.117.309930. Review.
[PMID 28963191] IF 13.965

Discovery of methylated circulating DNA biomarkers for comprehensive non-invasive
monitoring of treatment response in metastatic colorectal cancer.

Barault L, Amatu A, Siravegna G, Ponzetti A, Moran S, Cassingena A, Mussolin B, Falcomatv* C, Binder AM,
Cristiano C, Oddo D, Guarrera S, Cancelliere C, Bustreo S, Bencardino K, Maden S, Vanzati A, Zavattari P,
Matullo G, Truini M, Grady WM, Racca P, et al.

Gut. 2017 Oct 5. pii: gutjnl-2016-313372. doi: 10.1136/gutjnl-2016-313372. [Epub ahead of print]
[PMID 28982739] IF 16.658

STAGE-Diging in Proteomics.

Soffientini P, Bachi A.

Methods Mol Biol. 2017;1654:255-260. doi: 10.1007/978-1-4939-7231-9_18.
[PMID 28986796] IF NA

Mitotic Spindle Assembly and Genomic Stability in Breast Cancer Require PI3K-C2a
Scaffolding Function.

Gulluni F, Martini M, De Santis MC, Campa CC, Ghigo A, Margaria JP, Ciraolo E, Franco I, Ala U, Annaratone
L, Disalvatore D, Bertalot G, Viale G, Noatynska A, Compagno M, Sigismund S, Montemurro F, Thelen M, Fan
F, Meraldi P, Marchio C, Pece S, et al.

Cancer Cell. 2017 Oct 9;32(4):444-459.e7. doi: 10.1016/j.ccell.2017.09.002.
[PMID 29017056] IF 27.407

Fanconi-Anemia-Associated Mutations Destabilize RAD51 Filaments and Impair Replication
Fork Protection.

Zadorozhny K, Sannino V, Belai O, Ml¢ouskova J, Spirek M, Costanzo V, Krej& L.
Cancer Cell. 2017 Oct 9;32(4):444-459.e7. doi: 10.1016/j.ccell.2017.09.002.
[PMID 29017056] IF 27.407

A nonrandomized controlled clinical pilot trial on 8 wk of intermittent fasting (24 h/wk).
Kessler CS, Stange R, Schlenkermann M, Jeitler M, Michalsen A, Selle A, Raucci F, Steckhan N.
Nutrition. 2018 Feb;46:143-152.e2. doi: 10.1016/j.nut.2017.08.004. Epub 2017 Aug 12.

[PMID 29031771] IF 3.420

Correction: SoxF factors induce Notch1 expression via direct transcriptional regulation during
early arterial development. Development doi: 10.1242/dev.146241.

Chiang IK, Fritzsche M, Pichol-Thievend C, Neal A, Holmes K, Lagendijk A, Overman J, D’Angelo D, Omini
A, Hermkens D, Lesieur E, Fossat N, Radziewic T, Liu K, Ratnayaka I, Corada M, Bou-Gharios G, Tam PPL,
Carroll J, Dejana E, Schulte-Merker S, Hogan BM, et al.

Development. 2017 Oct 15;144(20):3847-3848. doi: 10.1242/dev.159715. No abstract available.
[PMID 29042478] IF 6.100

Regulation of genome organization and gene expression by nuclear mechanotransduction.
Uhler C, Shivashankar GV.

Nat Rev Mol Cell Biol. 2017 Dec;18(12):717-727. doi: 10.1038/nrm.2017.101. Epub 2017 Oct 18. Review.

[PMID 29044247] IF 46.602
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Restoration of Replication Fork Stability in BRCA1- and BRCA2-Deficient Cells by Inactivation
of SNF2-Family Fork Remodelers.

Taglialatela A, Alvarez S, Leuzzi G, Sannino V, Ranjha L, Huang JW, Madubata C, Anand R, Levy B, Rabadan
R, Cejka P, Costanzo V, Ciccia A.

Mol Cell. 2017 Oct 19;68(2):414-430.e8. doi: 10.1016/j.molcel.2017.09.036.
[PMID 29053959] IF 14.714

Identification of ten variants associated with risk of estrogen-receptor-negative breast cancer.

Milne RL, Kuchenbaecker KB, Michailidou K, Beesley J, Kar S, Lindstrvom S, Hui S, LemavBon A, Soucy
P, Dennis J, Jiang X, Rostamianfar A, Finucane H, Bolla MK, McGuffog L, Wang Q, Aalfs CM; ABCTB
Investigators., Adams M, Adlard J, Agata S, Ahmed S, et al.

Nat Genet. 2017 Dec;49(12):1767-1778. doi: 10.1038/ng.3785. Epub 2017 Oct 23.
[PMID 29058716] IF 27.959

Dormant origins and fork protection mechanisms rescue sister forks arrested by transcription.
Brambati A, Zardoni L, Achar YJ, Piccini D, Galanti L, Colosio A, Foiani M, Liberi G.

Nucleic Acids Res. 2017 Oct 20. doi: 10.1093/nar/gkx945. [Epub ahead of print]

[PMID 29059325] IF 10.162

Association analysis identifies 65 new breast cancer risk loci.

Michailidou K, Lindstrom S, Dennis J, Beesley J, Hui S, Kar S, Lemacon A, Soucy P, Glubb D, Rostamianfar
A, Bolla MK, Wang Q, Tyrer J, Dicks E, Lee A, Wang Z, Allen J, Keeman R, Eilber U, French JD, Qing Chen X,
Fachal L, et al.

Nature. 2017 Nov 2;551(7678):92-94. doi: 10.1038/nature24284. Epub 2017 Oct 23.
[PMID 29059683] IF 40.137

Lysosome signaling controls the migration of dendritic cells.

Bretou M, Saez PJ, Sanséau D, Maurin M, Lankar D, Chabaud M, Spampanato C, Malbec O, Barbier L,
Muallem S, Maiuri P, Ballabio A, Helft J, Piel M, Vargas P, Lennon-Duménil AM.

Sci Immunol. 2017 Oct 27;2(16). pii: eaak9573. doi: 10.1126/sciimmunol.aak9573..
[PMID 29079589] IF NA

Protein corona: implications for nanoparticle interactions with pulmonary cells.

Konduru NV, Molina RM, Swami A, Damiani F, Pyrgiotakis G, Lin P, Andreozzi P, Donaghey TC, Demokritou
P, Krol S, Kreyling W, Brain JD.

Part Fibre Toxicol. 2017 Oct 30;14(1):42. doi: 10.1186/s12989-017-0223-3.
[PMID 29084556] IF 8.577

Reproductive profiles and risk of breast cancer subtypes: a multi-center case-only study.

Brouckaert O, Rudolph A, Laenen A, Keeman R, Bolla MK, Wang Q, Soubry A, Wildiers H, Andrulis IL, Arndt
V, Beckmann MW, Benitez J, Blomqvist C, Bojesen SE, Brauch H, Brennan P, Brenner H, Chenevix-Trench G,
Choi JY, Cornelissen S, Couch FJ, Cox A, et al.

Breast Cancer Res. 2017 Nov 7;19(1):119. doi: 10.1186/s13058-017-0909-3.
[PMID 29116004] IF 6.345

Emerging functions of the EGFR in cancer.

Sigismund S, Avanzato D, Lanzetti L.

Mol Oncol. 2018 Jan;12(1):3-20. doi: 10.1002/1878-0261.12155. Epub 2017 Nov 27. Review.
[PMID 29124875] IF 5.314
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Prep1 prevents premature adipogenesis of mesenchymal progenitors.

Maroni G, Tkachuk VA, Egorov A, Morelli MJ, Luongo R, Levantini E, Blasi F, Magli MC, Penkov D.
Sci Rep. 2017 Nov 14;7(1):15573. doi: 10.1038/s41598-017-15828-1.

[PMID 29138456] IF 4.259

Prep1 prevents premature adipogenesis of mesenchymal progenitors.

Marchese D, Botta-Orfila T, Cirillo D, Rodriguez JA, Livi CM, Fernandez-Santiago R, Ezquerra M, Marta MJ,
Bechara E, Tartaglia GG; Catalan MSA Registry (CMSAR..

Nucleic Acids Res. 2017 Dec 15;45(22):12888-12903. doi: 10.1093/nar/gkx1048.
[PMID 29149290] IF 10.162

Metformin transiently inhibits colorectal cancer cell proliferation as a result of either AMPK
activation or increased ROS production.

Mogavero A, Maiorana MV, Zanutto S, Varinelli L, Bozzi F, Belfiore A, Volpi CC, Gloghini A, Pierotti MA,
Gariboldi M.

Sci Rep. 2017 Nov 22;7(1):15992. doi: 10.1038/s41598-017-16149-z.
[PMID 29167573] IF 4.259

Damage-induced IncRNAs control the DNA damage response through interaction with
DDRNAs at individual double-strand breaks.

Michelini F, Pitchiaya S, Vitelli V, Sharma S, Gioia U, Pessina F, Cabrini M, Wang Y, Capozzo I, Iannelli F,
Matti V, Francia S, Shivashankar GV, Walter NG, d’Adda di Fagagna F.

Nat Cell Biol. 2017 Dec;19(12):1400-1411. doi: 10.1038/ncb3643. Epub 2017 Nov 27.
[PMID 29180822] IF 20.060

D2A sequence of the urokinase receptor induces cell growth through avff3 integrin and EGFR
Eden G, Archinti M, Arnaudova R, Andreotti G, Motta A, Furlan F, Citro V, Cubellis MV, Degryse B.

Cell Mol Life Sci. 2017 Nov 28. doi: 10.1007/s00018-017-2718-3. [Epub ahead of print]

[PMID 29184982] IF 5.788

Inactivation of DNA repair triggers neoantigen generation and impairs tumour growth.

Germano G, Lamba S, Rospo G, Barault L, Magri A, Maione F, Russo M, Crisafulli G, Bartolini A, Lerda G,
Siravegna G, Mussolin B, Frapolli R, Montone M, Morano F, de Braud F, Amirouchene-Angelozzi N, Marsoni
S, D’Incalci M, Orlandi A, Giraudo E, Sartore-Bianchi A, et al.

Nature. 2017 Dec 7;552(7683):116-120. doi: 10.1038/nature24673. Epub 2017 Nov 29.
[PMID 29186113] IF 40.137

Interview with Professor Valter Longo.

Longo V.

FEMS Yeast Res. 2017 Nov 23. doi: 10.1093/femsyr/fox052. [Epub ahead of print] No abstract available.
[PMID 29186374] IF 3.299

ESCO1/2’s roles in chromosome structure and interphase chromatin organization.
Kawasumi R, Abe T, Arakawa H, Garre M, Hirota K, Branzei D.

Genes Dev. 2017 Nov 1;31(21):2136-2150. doi: 10.1101/gad.306084.117. Epub 2017 Dec 1.

[PMID 29196537] IF 9.413

Stimulation of hair follicle stem cell proliferation through an IL-1 dependent activation of y8T-
cells.

Lee P, Gund R, Dutta A, Pincha N, Rana I, Ghosh S, Witherden D, Kandyba E, MacLeod A, Kobielak K, Havran
WL, Jamora C.

Elife. 2017 Dec 4;6. pii: €28875. doi: 10.7554/elife.28875.
[PMID 29199946] IF 7.725
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Diversification of human plasmacytoid predendritic cells in response to a single stimulus.

Alculumbre SG, Saint-André V, Di Domizio J, Vargas P, Sirven P, Bost P, Maurin M, Maiuri P, Wery M, Roman
MS, Savey L, Touzot M, Terrier B, Saadoun D, Conrad C, Gilliet M, Morillon A, Soumelis V.

Nat Immunol. 2018 Jan;19(1):63-75. doi: 10.1038/s41590-017-0012-z. Epub 2017 Dec 4.
[PMID 29203862] IF 21.506

The E3 ubiquitin ligase WWP1 sustains the growth of acute myeloid leukaemia.

Sanarico AG, Ronchini C, Croce A, Memmi EM, Cammarata UA, De Antoni A, Lavorgna S, Divona M, Giaco L,
Melloni GEM, Brendolan A, Simonetti G, Martinelli G, Mancuso P, Bertolini F, Coco FL, Melino G, Pelicci PG,
Bernassola F.

Leukemia. 2017 Dec 6. doi: 10.1038/leu.2017.342. [Epub ahead of print]
[PMID 29209041] IF 11.702

Body mass index and breast cancer survival: a Mendelian randomization analysis.

Guo Q, Burgess S, Turman C, Bolla MK, Wang Q, Lush M, Abraham J, Aittomaki K, Andrulis IL, Apicella C,
Arndt V, Barrdahl M, Benitez J, Berg CD, Blomqvist C, Bojesen SE, Bonanni B, Brand JS, Brenner H, Broeks A,
Burwinkel B, Caldas C, et al.

Int J Epidemiol. 2017 Dec 1;46(6):1814-1822. doi: 10.1093/ije/dyx131.
[PMID 29232439] IF 7.738

VE-Cadherin-Mediated Epigenetic Regulation of Endothelial Gene Expression.

Morini MF, Giampietro C, Corada M, Pisati F, Lavarone E, Cunha SI, Conze LL, O’Reilly N, Joshi D, Kjaer S,
George R, Nye E, Ma A, Jin J, Mitter R, Lupia M, Cavallaro U, Pasini D, Calado DP, Dejana E, Taddei A.

Circ Res. 2018 Jan 19;122(2):231-245. doi: 10.1161/CIRCRESAHA.117.312392. Epub 2017 Dec 12.
[PMID 29233846] IF 13.965

Dynamics of RIF1 SUMOylation is regulated by PIAS4 in the maintenance of Genomic Stability.
Kumar R, Fang CC.

Sci Rep. 2017 Dec 12;7(1):17367. doi: 10.1038/s41598-017-16934-w.

[PMID 29234018] IF 4.259

DNA damage causes rapid accumulation of phosphoinositides for ATR signaling.
Wang YH, Hariharan A, Bastianello G, Toyama Y, Shivashankar GV, Foiani M, Sheetz MP.
Nat Commun. 2017 Dec 14;8(1):2118. doi: 10.1038/s41467-017-01805-9.

[PMID 29242514] IF 12.124

Cells Escape an Operational Mitotic Checkpoint through a Stochastic Process.

Bonaiuti P, Chiroli E, Gross F, Corno A, Vernieri C, Stefl M, Cosentino Lagomarsino M, Knop M, Ciliberto A.
Curr Biol. 2018 Jan 8;28(1):28-37.e7. doi: 10.1016/j.cub.2017.11.031. Epub 2017 Dec 14.

[PMID 29249657] IF 8.851

Ratiometric sensing of BiP-client versus BiP levels by the unfolded protein response
determines its signaling amplitude.

Bakunts A, Orsi A, Vitale M, Cattaneo A, Lari F, Tadv® L, Sitia R, Raimondi A, Bachi A, van Anken E.
Elife. 2017 Dec 18;6. pii: €27518. doi: 10.7554/elLife.27518.
[PMID 29251598] IF 7.725

Broad-spectrum non-toxic antiviral nanoparticles with a virucidal inhibition mechanism.

Cagno V, Andreozzi P, D’Alicarnasso M, Jacob Silva P, Mueller M, Galloux M, Le Goffic R, Jones ST, Vallino M,
Hodek J, Weber J, Sen S, Janec¢ek ER, Bekdemir A, Sanavio B, Martinelli C, Donalisio M, Rameix Welti MA,
Eleouet JF, Han Y, Kaiser L, Vukovic L, Tapparel C, Kral P, Krol S, Lembo D, Stellacci F.

Nat Mater. 2018 Feb;17(2):195-203. doi: 10.1038/nmat5053. Epub 2017 Dec 18.
[PMID 29251725] IF 39.737
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APache Is an AP2-Interacting Protein Involved in Synaptic Vesicle Trafficking and Neuronal
Development.

Piccini A, Castroflorio E, Valente P, Guarnieri FC, Aprile D, Michetti C, Bramini M, Giansante G, Pinto B,
Savardi A, Cesca F, Bachi A, Cattaneo A, Wren JD, Fassio A, Valtorta F, Benfenati F, Giovedi S.

Cell Rep. 2017 Dec 19;21(12):3596-3611. doi: 10.1016/j.celrep.2017.11.073.
[PMID 29262337] IF 8.282

Machine Learning for Nuclear Mechano-Morphometric Biomarkers in Cancer Diagnosis.
Radhakrishnan A, Damodaran K, Soylemezoglu AC, Uhler C, Shivashankar GV.

Sci Rep. 2017 Dec 20;7(1):17946. doi: 10.1038/s41598-017-17858-1.

[PMID 29263424] IF 4.259

A Numb-Mdmz2 fuzzy complex reveals an isoform-specific involvement of Numb in breast
cancer.

Colaluca IN, Basile A, Freiburger L, D’Uva V, Disalvatore D, Vecchi M, Confalonieri S, Tosoni D, Cecatiello V,
Malabarba MG, Yang CJ, Kainosho M, Sattler M, Mapelli M, Pece S, Di Fiore PP.

J Cell Biol. 2018 Feb 5;217(2):745-762. doi: 10.1083/jcb.201709092. Epub 2017 Dec 21.
[PMID 29269425] IF 7.955

!)2A.-Ala peptide derived from the urokinase receptor exerts anti-tumoural effects in vitro and
111 V1VO.

Furlan F, Eden G, Archinti M, Arnaudova R, Andreotti G, Citro V, Cubellis MV, Motta A, Degryse B.

Peptides. 2017 Dec 19;101:17-24. doi: 10.1016/].peptides.2017.12.016. [Epub ahead of print]

[PMID 29273518] IF 2.778

Growth Differentiation Factor 6 Promotes Vascular Stability by Restraining Vascular
Endothelial Growth Factor Signaling.

Krispin S, Stratman AN, Melick CH, Stan RV, Malinverno M, Gleklen J, Castranova D, Dejana E, Weinstein
BM.

Arterioscler Thromb Vasc Biol. 2018 Feb;38(2):353-362. doi: 10.1161/ATVBAHA.117.309571. Epub 2017 Dec 28.
[PMID 29284606] IF 6.607

A possible role of FANCM mutations in male breast cancer susceptibility: Results from a
multicenter study in Italy.

Silvestri V, Rizzolo P, Zelli V, Valentini V, Zanna I, Bianchi S, Tibiletti MG, Varesco L, Russo A, Tommasi S,
Coppa A, Capalbo C, Calistri D, Viel A, Cortesi L, Manoukian S, Bonanni B, Montagna M, Palli D, Radice P,
Peterlongo P, Ottini L.

Breast. 2017 Dec 26;38:92-97. doi: 10.1016/j.breast.2017.12.013. [Epub ahead of print]
[PMID 29287190] IF 2.801
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